
In DG

Ser831/GluA1 Ser845/GluA1 GluA1/βtub
H 6,158 H 13,867 H 14,817
p 0,1042 p 0,0031 p 0,002

RM U RM U RM U
p p p

LIWM U 41 LIWM U 14 LIWM U 51
p 0,4963 p 0,0039 p 0,5327

HIWM U 17 24 HIWM U 27 8 HIWM U 16 18
p 0,0126 0,0494 p 0,0486 0,0015 p 0,0021 0,0031

C U 127 146 97 C U 166 69 105 C U 164 166 63
p 0,3953 0,7847 0,0783 p 0,7807 0,0072 0,1043 p 0,6353 0,6744 0,0005

RM LIWM HIWM C RM LIWM HIWM C RM LIWM HIWM C

GluN1/βtub GluN2A/βtub GluN2B/βtub
H 4,775 H 0,15 H 2,97
p 0,189 p 0,9853 p 0,3963

RM U RM U RM U
p p p

LIWM U 21 LIWM U 36 LIWM U 30
p 0,0304 p >,9999 p 0,5637

HIWM U 44 33 HIWM U 40 37 HIWM U 28 26
p 0,2786 0,21 p 0,6831 0,7898 p 0,2697 0,3359

C U 120 105 163 C U 146 120 160 C U 136 156 92
p 0,1485 0,2638 0,8301 p 0,9389 0,693 0,8857 p 0,8011 0,7911 0,1015

RM LIWM HIWM C RM LIWM HIWM C RM LIWM HIWM C

PCaMKII/CaMKII Ser831/βtub Ser845/βtub
H 13,094 H 5,054 H 7,313
p 0,0044 p 0,1679 p 0,0626

RM U RM U RM U
p p p

LIWM U 24 LIWM U 37 LIWM U 19
p 0,4273 p 0,7898 p 0,0621

HIWM U 11 8 HIWM U 25 23 HIWM U 35 12
p 0,0092 0,0129 p 0,0588 0,1309 p 0,2568 0,0129

C U 70 80 46 C U 128 143 92 C U 148 121 106
p 0,0474 0,4579 0,0046 p 0,4124 0,8269 0,0558 p 0,7231 0,6321 0,1108

RM LIWM HIWM C RM LIWM HIWM C RM LIWM HIWM C

CaMKII/βtub PCaMKII/βtub
H 1,084 H 7,654
p 0,781 p 0,0537

RM U RM U
p p

LIWM U 31 LIWM U 33
p 0,4239 p 0,7728

HIWM U 54 32 HIWM U 20 21
p 0,9439 0,3218 p 0,0475 0,0304

C U 144 147 159 C U 72 81 114
p 0,546 0,8271 0,542 p 0,0857 0,0505 0,1334

RM LIWM HIWM C RM LIWM HIWM C

Supplemental Table 4 – Statistical results of Kruskal-Wallis H-tests and paired Mann-
Whitney U-tests performed on Western Blot results for the DG area. Values of H and p 
(Kruskal-Wallis) are indicated for each protein of interest (below the protein’s name). Values 
of U and p (Mann-Whitney) are expressed for each paired statistical analysis performed 
between the results of one group (i.e. RM) and another (i.e. HIWM) for each protein of 
interest. U and p values found significant after H-tests and Holm’s correction are highlighted 
in dark grey.  U and p values found significant after H-tests, but found non-significant after 
Holm’s correction are indicated in grey. U and p values with p < 0.05 but from non-
significant H-test are indicated in light-grey.  


